Key indicators: single-crystal X-ray study; T = 77 K; mean (C-C) = 0.005 Å; R factor = 0.032; wR factor = 0.077; data-to-parameter ratio = 6.0. organic compounds o1058 Trofymchuk et al.
In the title compound, C 2 H 5 N 3 O 3 , the hydroxamic group adopts an anti orientation with respect to the hydrazide group. In the crystal, molecules are connected by N-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds into zigzag chains along the c axis.
Related literature
For hydroxamic acids in biological chemistry, see: Kaczka et al. (1962) ; Komatsu et al. (2001) . For the use of hydroxamic acids as strong chelating agents, see: Dobosz et al. (1999) ; Ś wią tek- Kozłowska et al. (2000) . For hydroxamic acids as the basis for the synthesis of metallacrowns compounds, see: Bodwin et al. (2001) ; Gumienna-Kontecka et al. (2007) . For related structures, see: Sliva et al. (1997a,b) ; Mokhir et al. (2002) ; Fritsky et al. (2006) ; Moroz et al. (2008) . Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1 2 ; y À 1 2 ; z; (ii) x; Ày þ 2; z þ 1 2 ; (iii) x þ 1 2 ; Ày þ 3 2 ; z À 1 2 ; (iv) x; Ày þ 1; z À 1 2 .
Experimental
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1999) ; software used to prepare material for publication: SHELXL97.
Comment
Hydroxamic acids represent an important class of chelating agents and recently have been used for synthesis of metallocrown compounds (Dobosz et al., 1999; Świątek-Kozłowska et al., 2000; Bodwin et al., 2001; Gumienna-Kontecka et al., 2007) .
Besides, it is known that hydroxamic acids can act as inhibitors of enzymes as well as promising antitumor agents (Kaczka et al.,1962; Komatsu et al., 2001) . Therefore, study of new hydroxamic acids is timely and important research topic. As a part of our on-going work, we report the structure of the title compound (1), which comprises several groups capable to form hydrogen bond interactions.
The molecular structure of (1) is shown in Fig. 1 . The hydroxamic group is in anti-position with respect to the hydrazide group. The carbonyl groups are in trans-position with respect to each other, and the NH 2 group is cis with respect to the hydrazide carbonyl and the OH group is cis with respect to the hydroxamic carbonyl. The C1-N1 , N1-O1 , C1-O2, C2-O3, C2-N2, N2-N3 bond lengths are 1.319 (5) Å, 1.381 (5) Å, 1.242 (6) Å, 1.220 (5) Å, 1.321 (4) Å and 1.422 (6) Å respectively, adopt typical values to the hydroxamic and hydrazide groups (Sliva et al., 1997a, b) ; Mokhir et al., 2002; Fritsky et al., 2006; Moroz et al., 2008) .
In the crystal the molecules are connected by N-H···O, O-H···N hydrogen bonds ( 
Refinement
The hydrogen atoms were located from the difference Fourier map and were constrained to ride on their parent atoms with U ĩso = 1.2-1.5 U eq (parent atom). The highest peak is located 0.77 Å from atom C1 and the deepest hole is located 0.81 Å from atom N2. In the absence of significant anomalous scattering effects, 150 Friedel pairs were averaged in the final refinement.
Figures Fig. 1 . The molecular structure of (1), with 40% probability displacement ellipsoids showing the atom-numbering scheme employed. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) N3-H2N3···O1 iv 0.93 2.44 3.024 (4) 121.
Symmetry codes: (i) x+1/2, y−1/2, z; (ii) x, −y+2, z+1/2; (iii) x+1/2, −y+3/2, z−1/2; (iv) x, −y+1, z−1/2. supplementary materials sup-5 
